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Silencing of Aux/TAA Family Gene GhAuxl Promotes
the Growth of Cotton Seedlings

WANG Li, WANG Lifeng,ZHAO Panpan, Ll Yongfang, WANG Taixia, LI Jingyuan
(College of Life Science,Henan Normal University, Xinxiang 453007 , China)

Abstract; To explore the function of Aux/IAA family gene GhAuxl in the growth and development of
cotton seedlings, we constructed the recombinant expression vector pTRV-GhAuxl , transformed it into
Agrobacterium and further inoculated it into the cotyledons of cotton seedlings by virus-induced gene
silencing ( VIGS) method. The silencing efficiency of GhAux/ in silenced cotton seedlings was detected by
qRT-PCR. Plant phenotypes, the content of endogenous auxin (IAA) and gibberellin ( GA,) and the
expression level of key genes for GA synthesis were investigated. The result showed that, the expression
level of GhAuxl in GhAuxl-silenced plants was only 26% of that in pTRV control plants at 15 days after
inoculation. The GhAuxI-silenced plants were successfully obtained. The height of GhAuxI-silenced plants
was increased significantly by 18% ,27% and 20% at 24,27 and 30 days after inoculation respectively
compared to pTRV control plants, and the difference was extremely significant at 27 d. Silencing of
GhAuxl increased the level of endogenous GA, by 33% ,20% and 33% at 21,24 and 27 days after
inoculation respectively compared to pTRV control plants. Correspondingly, the expression level of

GhGA200x1 ,GhGA200x2 and GhGA3oxl which encoded GA biosynthesis key enzymes showed significant
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or extremely significant up-regulation in GhAux!-silenced plants. The endogenous TAA content was

increased significantly only at 27 days after inoculation. These results suggest that GhAux! may play a

negative role during the growth and development of cotton seedlings by regulating the expression of genes

in GA biosynthesis pathway.
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Fig.3 Effect of silencing GhAuxl on the growth of cotton seedlings
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Fig.4 Effect of silencing GhAux1 on the endogenous IAA and GA, contents in the internode of cotton seedlings
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Fig.5 Effect of silencing GhAuxl on the expression levels of GA biosynthesis genes in the internode of cotton seedlings
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