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Abstract; Male sterility plays important roles in plant development and growth. The formation, classifica-
tion, cell biology and metabolic mechanism of male sterility in plants were summarized,then the molecular
mechanism of male sterility from the epigenetic genetics, molecular marker,identification of genotype, tran-
scriptional factors and gene expression were revealed ,and the effect of plant hormones on male sterility was
also elaborated. Finally , problems of male sterility application were analyzed ,and strategies and development

trends were put forward from the selection and evaluation of breeding methods for obtaining male sterile ma-
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terials, screening of fine sterile lines and pollination lines as well as breeding high yield sterile lines.
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