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Abstract: In order to find out the prevalence of Haemophilus parasuis in Henan Province,45 samples
from different areas of Henan Province from 2017—2018 were observed on bacterial morphology, identi-
fied by culture characteristics and detected by 16S rRNA gene PCR. Results a total of 12 Haemophilus
parasuis strains were isolated and identified. The isolates included 2 strains of serotype 1,were named as
XX-3,HB-1,1 strains of serotype 2,was named as XX-4, 4 strains of serotype5, were named as LY-1,
DF-1,XX-2,KF-1,2 strains of serotype 7, were named as XX-3, HB-1,1 strains of serotype 13, was
named as NY-1,and 1 unserotypeable strains in sick pigs. The results showed that there were many sero-

types of Haemophilus parasuis in Henan Province, and the serotypes were different in different regions.
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Serotypes 1,5 and 7 were the dominant serotypes.
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