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Abstract; For establishing a sensitive and accurate detection technique of potato virus M ( PVM) | the
droplet digital PCR ( ddPCR) primers and probe were designed according to the conserved nucleotide
sequence of PVM coat protein gene. The ddPCR method was established through a specificity experiment
using total RNAs of PVM,which was isolated from field potato and identified by RT-PCR ,and other four
potato-infecting viruses as templates and a sensitivity experiment using ten dilutions of PVM total RNA as
templates. The results showed that the established method was specific for PVM , and it could effectively
distinguish PVM from the control viruses, potato virus X(PVX) , potato virus Y(PVY) , cucumber mosaic
virus( CMV) and tobacco mosaic virus( TMV ) , which was the same with the result of real-time fluores-
cence RT-PCR. The detection sensitivity of ddPCR was up to 5.7 fg/uL of total RNA , which was 100-fold
higher than that of real-time fluorescence RT-PCR. The ddPCR method established in this study can be
used for the accurate detection of PVM.
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