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Abstract . In order to study the immunological characteristics of the Ftn-1 protein of Fasciola hepatica,
specific primers were designed based on the Fin — 1 gene sequence published in GenBank and the total
RNA of Fasciola hepatica was used as template to amplify the Fin — I gene by RT-PCR. The amplified
product was ligated into pMD19-T vector to screen positive clones for sequencing to analyze its molecular
characteristics. Then Fin — 1 gene was subcloned into the expression vector pET-32a ( + ) and
transformed into the competent cell E. coli BL21 (DE3). The recombinant protein Fin — Iwas induced by
IPTG and purified ,and then analyzed by SDS-PAGE. Western blot and immunization tests in mice were
performed for antigenicity analysis. The results showed that the Fin — I gene of Fasciola hepatica was
successfully cloned and the ¢DNA was 477 bp, which was deduced to encode 158 amino acids. The
epitope regions of coding protein molecules are mainly concentrated in the 33—57,83—87,113—146
sites, which was hydrophilic protein and had no transmembrane zone and signal peptide. The molecular

weight of the recombinant protein Fin-1 was about 33.5 ku by SDS-PAGE, which was consistent with
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expected size. Western blot analysis showed that the recombinant protein Fin-1 could be specifically

identified by the positive serum of the Fasciola hepatica and proved it had good reactivity , the immune test

in mice confirmed that the Fin-1 protein had good immunogenicity.
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