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I 77 B I E i = LEI0258 & Z5 47 52

AR, R A AR e R R AT

(3 BL27 B Ao 2p e, TR Mg 514015)

WE: @3 M 215 % LEI0258 K H 5 A A K W0 5, 547 6 AN b o 8 5 #h o i 45 K F 5t
EPNRMELA R BTt SRS ST, SREAN, 120082 LR >R &
ME) 38 AFILE A, K E A 181 ~507 bp, F {2 L B 205 I 693 F & 5 (0. 125), E k2
275(0.113) .310(0.100) #2251(0.067) ., J~ @ # 5 B4k F 4 FH eyt $ AE B K, MR e 4
BB e EA S B EAE 4554 0.800,0.943 #20.936, 2 FEE B3I ANAFLELAR, L P
INAFTREA, IANAFLEARSE Chth 21 Ao A AT L, ATMEFITFAZEG TR
BZEZTFIONFEARAS A3 AR L REGRSARNALE TXLERME T RFLRET
B2 S T M A G £ B4R g
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Polymorphisms at the Microsatellite Locus LEI0258 in the Indigenous

Chickens from Guangxi Province

HUANG Xunhe,DENG Chunmiao,KE Zhenhua, XIE Jieru, CHEN Jiebo,ZHONG Fusheng®
(School of Life Sciences, Jiaying University , Meizhou 514015)

Abstract; In order to uncover the genetic diversity and molecular evolution of indigenous chicken of
Guangxi province, 120 blood samples from 6 breeds were used to microsatellite LEI0258 genotyping and
sequencing,and the data were used to analyse genetic variation and construct median-joining network. A
total of 38 alleles ranging from 181 bp to 507 bp were found by genotyping, with the allele frequency
arrangement of 205 (0. 125) ,275(0. 113),310(0. 100) and 251 (0. 067 ). The LEI0O258 showed high
levels of polymorphism in Guangxi indigenous chickens, with 0. 800, 0. 943 and 0. 936 for observed
heterozygosity , expected heterozygosity and polymorphic information content, respectively. Thirty-nine
alleles were identified by DNA sequencing, and nine of which were newly found. Eleven alleles of
LEIO258 were corresponding to 21 available serotypes of MHC. The median-joining network , which was
based on the SNPs and indels found within the flanking sequences,39 alleles were classified into three
clusters,and partial of those were also found in Red junglefowl. Our results pointed out the Red junglefowl
origin for Guangxi indigenous chickens.
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37 5 LEI0258 P37 TX9 ) 16 5 e (o fA |- F 24l
LM B E 5K B X 5 ( major histocompatibility
complex B region, MHC - B) i 55 % ML % T £ #71ic
AR, MHC - B 9315 2 S 8% 5% B
Fafe f AR O B TR A7 5 LEI0258 5 MHC -
B L5 75 A 4 s 6 R L R, VR AR SR M T2
£37 45, LEI0258 B )"~ iZ BEF T 509 14 38 1 22 K 143
TFREALRFSE 1w A A B ] LEI0258 WF5E T
R RSB E ZREE S HEAL DT B, R AR e R
1397 25 450 0 1038045 0 RE M, T A T 26 TS BT % 21
JE X 2 M R A 1 LG, TR IR A TR
LET0258 75 {5 5 HE 47 i b 248 5 14 1] 47k

T )V X P A AR Z A% B AR 8
Fi A 6 A Al A BE (P & & AL IR
FaE) " HAE A LT oh BT T 2 s
DRI, BF 5 1 VG . X6 36 1 AR S5 0 R 6 2R, R AR
AL LLT A VG M 7 A A £ RE T K S LR P
T g 52X YA A U5 A BORE ST SR R L .
TR BRIC 2RI DNA D - loop BF5E 211, ) 74
$1 75 6 5 5 25 0 e 1) AL A8 S OK T, LA R Y
B, B R R IR T AR TR R X
ARG R I TR LEI0258 {37 5,78 5 8% ) 75 b
D7 G HEAT 38 A% 2 RETE S BT ST AN SRR Y T, R T
iV b 7 A gt o Dl A L B S R R R A
A2 843 T HEAL BT I 4R LR 2 R 3

L AR A7 &

1.1 336 A1 # F0 i 5

AR R IR 22 5 38 (DL) (7 YRS (GM) |
BLHAG (XY) e XA (LS) (W FHEEXS (ND) (71
=EXG(GX) 6 AN PG My b A A5 20 43 I AR
B i B R UE T D = M, SR A% 46 1% Ty S A7 10 i BB R
K20 DNA, PCR AHOCIK A B % 4= 9 T8 (Ki%)
HIRAT], 51 S e 3 ( Bg) 5 5 A R W
G
1.2 PCR¥FESERSE

S 9 i 9 AR IC B LS4 LEI0258F
FAM -5’ — CACGCAGCAGAACTTGGTAAGG -3', F
i B8] 9 LEIO258R & 5' - AGCTGTGCTCAGTCCT-

CAGTGC - 3"%', PCR X W& %: 3 pL 10 x PCR
Buffer, 2.4 pL dNTPs ( & Mg*" ), F. F#31W
(20 wmol/L) % 0.3 plL,1 U Tag DNA B & (ki
FAEY TEARA A ),50 ng DNA HAk, H K W
ZK A & 30 pL, PCR #7455 . 94 °C i 48 7%
4 min;94 °C75PE 30 5,63 CiH & 1 min,72 C i fif
1 min,36 PMEH ;&5 72 CHEM 7 min, £ 1.5%
Tt N P R e e RS T, 6 G AR RN A T
() PCR j= 4% I 32 A= Wy H R A7 IR &) it A7 2k
[ 437
1.3 IDENF

P 5 A [ 1 S A7 B AN (3 A T 2 A BE AR
F14) 45 o7 5 DR] D) 35 AN ] i ol ) S 440 ), 8 H KA T
JE RS A B SEa 1 PCR =436 18 ) N LB W)
BOARA B 5] BEAT B I o
1.4 #EE

R Cervus 3.0.3 A B A2 & & (ex-
pected heterozygosity , He) . W 2X 244 & ( observed het-
erozygosity , Ho) .2 3515 & & # (polymorphic informa-
tion content, PIC) & v JE R EL (N, ) 145 A3 35 PR At
AR AR ADZE 1.0 380 B A B 45 g
DA B8 (Ar) FIURL A 26 60 9 2 1 (Ap) ' o BT
B 53 ik MEGA 6.0 % 4 4% B 45 437 3 9 377
IR LA TALIE o FI F A% SplitsTree 4. 10 4 37 %&
Ty 5 A8 S A B 1 A 1 2% 8] ( median-joining
network ) "' ML B A BF 5T 45 SR A 0 R
LEI0258 % o7 5 ] g % i 56 22151720

2 HREpH
2.1 LEI0258 EFR 2 A1

2o B DK 4 B, 120 AN FF i rb o 0 380 45 A 5 A
38 A, BeKEEN 181 ~ 507 bp, 45 B& P A%
B R 205 (0. 125) , Hyk & 275 (0. 113) (310
(0.100) F1251(0.067) (£ 1), J7 745 3 KB 43
an A UL A B B B, BR )T P = BN R 2 5 X
Sh VB RBEBMRT 0.8, ZRFATEHAKRT
0.8(F2), MULnl W, V8 XS P H5 2 4 i 11 5t
1B 725 5K

K1 JEAMAGEEKMIEM S LEI0258 &4 & F 4 it

A {3 B REGH I PR PR e MR IR XY JUTE = % LIES
181 4 3 1 8 0.033
183 2 2 0.008
193 2 10 12 0.050
194 1 3 6 10 0.042
203 1 1 0.004




% 11 9 KA 7 3k Oy M T2 45 B LEI0258 3 AL AT A 129
gR1 EMABEGNTDEMSR LEN2SS SR ERSIT
AL 2% 1y ) L e AL I Y AR E B
205 3 5 13 8 1 30 0.125
206 1 2 3 0.013
218 1 1 0.004
238 7 7 0.029
250 1 1 0.004
251 4 2 10 16 0.067
261 3 3 0.013
263 2 2 0.008
275 5 10 1 6 5 27 0.113
276 1 1 0.004
286 1 1 0.004
287 1 1 2 0.008
288 2 4 6 0.025
298 1 1 1 3 0.013
309 2 2 0.008
310 8 3 5 5 3 24 0.100
311 2 2 0.008
312 4 1 6 2 1 14 0.058
322 3 1 1 5 0.021
323 4 4 0.017
324 1 1 1 3 0.013
336 1 4 2 7 0.029
348 3 3 2 8 0.033
360 1 1 0.004
361 1 1 0.004
371 1 1 0.004
372 1 1 0.004
373 1 1 0.004
383 1 4 5 0.021
385 4 2 5 11 0.046
397 3 3 0.013
495 2 1 4 7 0.029
507 2 1 1 4 0.017
R2 JTEMFGEHEMIE LE0258 BET RO
, 6 A I 1 & A A % A
X b o .
N, Ar Ap He Ho PIC
K253 13 10.548 1.911 0.919 0.650 0.888
J G IRR Y 17 11.268 1.778 0.908 0.850 0.876
R GR] 11 8.439 2.561 0.851 0.850 0.813
I ik X3S 12 9.390 3.293 0.900 0.900 0.866
P B 14 10.294 3.405 0.899 0.900 0.866
JTPE =G 14 9.840 2.666 0.891 0.650 0.856

2.2 LEI0258 #ZEBESAN

HR A 55 K 43 B A 25 3L, SR IR 46 45 FE TR R B
HEAT XL U 5, 3R A% T B B2 A 182 bp %] 501 bp
AEFRSFALEE P 39 A, Horp O AN SR LA O 1 IR
(K 3) o KR4 AF 0 3 PR 26 3k R 43 250 F kR )
FIFAS Y B K BE R TA] (H A A 1) & — 80my (193
194 205 f1206) ., LEI0258 5 Hj i %1 i & &2 8 o0 4%
¥, 53 502K BE SR 13 bp i R13 ( CTATGTCTTCTTT)
112 bp # R12( CTTTCCTTCTTT) , 5 & WA 451
1~17 F12 ~28 R RN EM R X 2 A&
FHITHERCE FARFH AR, 7E 2 A EE X

(9 LA 55 AL CR&3I0FH) 3L A8 4
AR SR A, T DB B T R B 2k
(W7E —29 ~ -30 HB TT B2k ) o Wi7e i IX
TR 54 A BREE (R & BT P E 6 4
AR S AR 57 S LB (A TR R PR B )
F LR C/T B JF BA D BUE A BRI
TEF BEK /N T 237 bp B R o R liE 11 ~18
fi7 55 ATTTTGAG Bk B IR B i, % 2 B4
HARS Fulton 27 4R3H B9 ATTTGAGG Bt 26 B 42 R
— %, {0 5 Han %'"'  Chazara Z£"° H1 % @) A
AL g AR T 2 A TR
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2.3 LEI0258 | 2 7 51 /v [ 4% & 53 #7

I 2 v T A B 5 DX, AR A T 39 A S A0 DR )
FLF A A T T B Y 5 AR A R A 4%
B L) o MR S A A iy 44 07 110700, 39 A4 7 3
Kok 3 A E (A B F1 D), B4 A & 4
PLIEPRIEC T ~21 AAREE B ST AL 4E 1Y i il
A PR e P RS AP S
HWAEAE A BEf A b, AR A S A A B R AE A A
fn Bl TZ A A (In 205,273,307 ,309) |, {H A 4

LA A T80 Ao, an 193 (AR 22 5539
PUVG A ) 283 (T VE R HE SRR ) (379 (T
SRS EE Y ) %5 IF HLA A B A 7 i R AN A A T O
ANE— BEK, 206 ()P = # 39 ) 237 (R
M5) 259 (R FFEERG ) (357 (REMANY) . LEA 2T
U 2 R 4 T T T T JBE S A A S 0 I 5 3
ASHEARR R 2 11 4> LEI0258 45 3 3 [H &5 21
FhELAI MHC 1L AR X6 R, 76 45 4 3F 4k B 0 A
ARAE

1 EFHIEMS LEI2SS MEXRTREEMN PN MNEE

3 i 5itib

BERSEA N R R M Z A S B S E
F T V700 BE 1A 1 33 1 8 SRk B 0 AR B 58 1 i
TR, LEI0258 4347 17 6 AN V4 M J7 A% it ol 19 388
G REVE R A F A . B 1, )V 29 (R
B R AL 2 R KT, WL 2 4 B R R A KT
0.8, ZAfF &Y KT 0.8, X 5 F 1+ %
B AR L R M SN R 8 &
FEVERS &, a0 SC B XS | HBH A 0N | AR =Y
AL ) AR A R T A2 R B R 1 BN
St kA, )T M g5 R f) TR 7 4 LEI0258 i)
1L A2 7 36 4 0 5 21 A 20 I 3 A Xt
S R AT S HOE R O T B ST B A B B .
I 5 o TR A7 45 LET0258 AE R 4% T4 ic F 58 39 114
BEABIL ZREME R TTATHY

LI LEI0258 i A 45 {37 JE PR A Sk 58 008 5 ol 5 5 1Y
WO A o — B il AR R
9 ANLEI0258 25 {3 FE A v | A7 30 43 S 5 a2 b b O 4 A5
(9, 4 249 (g PR RE XY ) (369 ()7 PHFRRY ) (332 (i ik

XA ) 1393 (EEAHAG ) , Ui B LEI0258 I { Ay i i 4
FE ML S F AR id 2 — o (H i T AN 2 BT HE 6
G SRS AT SN0 NG TR N DAy |
P AE R HA AT R0 AR, i DNA 4598 15 0 20 i (5
E b RN E B HTER,

i TR A 5 LEI0258 i 2 A~ &2 #o¢ (RI13,
RI12) (AR A A A . b, I3 7 51 1) A8
] A Sy S R DR s SCRR o PR T 458 o7 i R 43 et
WRZ . HHT,BRAWE 5T 8 & B9 AT PG b 0 4F
HIEF SN, 7E GenBank % 53 [ LEI0258 254/ &£ H
A 160 A~ F T X AL 545 B HE AY A 9 45 &
TR, T VE RG5O 3 A AR T T RS b A
43 B PR AE A T3k 2k BE AL B T, Rt ) VG | 3G )
BEL IR T 20 5, 5 S AT i s M 45

B BT P RS B P AR R TS SRR TS AR R T
SRARAE i I S LA B 1
SE
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