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Advance in Molecular Structures and Functions of V-ATPase and

Application of Related RNAi Technology in Insect Management
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(College of Plant Protection, Henan Agricultural University/Creation and Application of Novel Pesticides of
Henan Province, Zhengzhou 450002, China)

Abstract: Widely distributed in prokaryotic and eukaryotic intracellular membranes, the V-ATPase
regulates physiological processes of cell as an ATP-driven proton pump. The review elaborated the
molecular structures and functions about the multiple subunits(A,B,C,D,E,F,G,H,a,c,c’,¢",d,e)
distributed in two domains called V, and V,,and summarized the research results of screening related
subunits of V-ATPase as RNAIi targets, providing a new idea and approach for RNAi-based insect
management strategies and delaying the pest resistance.
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