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Study on Single Nucleotide Polymorphism( SNP) of IGF- [ and
GHRL Gene in Huiyang Bearded Chickens
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Abstract; In this study,/GF- | and GHRL genes were chosen as candidate genes of growth traits in Huiy-
ang bearded chicken. Sequencing and enzyme digestion were applied to assess the single nucleotide poly-
morphism of the two genes and the general linear model was used to analyze association between different
genotypes and body weight on the 93rd day in Huiyang bearded chicken. The results showed that one mu-
tation( A181G) was found in IGF- | gene,but the mutation was synonymous. Only one genotype was de-
tected by Bsm | enzyme digestion in IGF- | gene,which indicated that the mutation site had been homozy-
gous in the conservation population of Huiyang bearded chicken. The results also showed that one muta-
tion( T124G) was detected in GHRL gene. The mutation changed the cutting site of pfIM | enzyme. Three
genotypes( AA,AB,BB) of the GHRL gene were detected by the pfIM | enzyme digestion. The associa-
tion analyses showed that there was no significant difference among individuals with three genotypes in
Huiyang bearded chicken on the 93rd day.
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