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Structure and Function Analysis of Goat FSHR Gene-Coding Protein
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Abstract; In this study,the physical and chemical properties, subcellular localization and function of goat
FSHR gene were analyzed by ProtParam and ProtScale online software. Chou-Fasman and homology mod-
eling methods were used to predict the secondary structure and tertiary structure ,respectively. Phylogenet-
ic trees of different species of FSHR genes were constructed by the neighbor joining method. Goat FSHR
gene encoding protein was an unstable protein containing seven transmembrane domains and one G pro-
tein coupled receptors,and it had high hydrophilicity. The subcellular localization of FSHR gene was in
endoplasmic reticulum,vacuole and mitochondria. Secondary structure was mainly alpha helix, and tertiary
structure was rich in helix domain and long chain coil. Compared with other species, goats had closer ge-
netic relationship with sheep, cattle and pig. Different mammalian FSHR genes were highly conserved in
evolution , and phylogenetic results were consistent with their animal taxonomy.
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