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Effects on Temporal Expression of prv-miR-LLT11a in PK-15 Cells
Infected by Pseudorabies Virus
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Abstract; In order to study the pathogenic mechanism of pseudorabies virus( PRV) ,PK-15 cells were in-
fected with PRV QBA strain at 0.5 MOI, and cells were harvested and microRNA ( miRNA) were extrac-
ted at 0,1,2,4,6,8,12,24 hours post infection( hpi). Then the temporal expression of prv-miR-LLT11a
was detected by stem-loop real-time quantitative PCR( RT-qPCR). The amplification results of RT-qPCR
showed that the melting curve had a single peak and a clear inflection point. RT-qPCR data showed that
the expression of prv-miR-LLT11a remarkably significant increased in PK-15 cells after 1 hour infection

with PRV QBA strain,then decreased. Its expression level decreased to the lowest level at 6 hpi,and in-
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creased significantly after 8 hpi.
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