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Establishment and Application of PCR Assay for the Diagnosis of
Bordetella bronchiseptica Infection in Rabbits
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2. College of Life Sciences,Xinyang Normal University, Xinyang 464000, China)

Abstract; To establish accurate and rapid PCR method for detecting Bordetella bronchiseptica (Bb) in
rabbits , a pair of specific primers was designed based on ptxA gene of Bb in GenBank. This established
PCR method can be used to amplify Bb in rabbits, and the target fragment was 870 bp in length. This
method was specific in amplification of Bb,while being negative in amplifying such pathogens as Esche-
richia coli, Streptococcus agalactiae, Staphylococcus aureus, Pasteurella multocida, etc. Meanwhile, the
method was highly sensitive, with minimum detection limit being 6.8 x 107 wg/mL. The PCR method
was applied in detecting samples of suspected disease rabbits’ organs and noses. The amplified target
fragment was identical with the result of the bacterial isolation method. Therefore, this detection method is
both specific and sensitive and can be applied in rapid clinical diagnosis and identification of Bb in
rabbits.
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