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Abstract; To optimize the prokaryotic expression condition and the immunoreactivity of the rabies virus G
protein( RABV G protein). Herein G protein coding genes section G5F was successfully synthesized with
biological engineering synthesis method, using the rabies virus CTN-1V10 strain as a template. The recom-
binant plasmid was constructed by cloning the G5F gene into pET-28a, and then the plasmid was trans-
formed into E. coli BL21 ( DE3) competent cells. Highest protein expression level was achieved when in-
duced with 0.2 mmol/L IPTG at 20 C for 12 h. The results of SDS-PAGE and Western blot showed that
RABV G protein was expressed as a soluble recombinant protein, and it could be recognized by anti-
RABYV monoclonal antibody,which revealed a good immunoreactivity of this protein.
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