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Evolution and Genetic Diversity of

Rice Founder Parents in Liaoning Province
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Abstract: The founder parent is the important foundation of rice breeding. The analysis on
evolution and diversity of the founder parents is beneficial to their utilization and new variety
breeding. Based on the pedigree analysis of 221 rice varieties authorized in Liaoning province from
1981 to 2010, sixteen rice varieties, namely Fukunishki, Reimei, Toyonihiki, Liaojing 5, Liaoyan
2,Liaojing 326, Shennong 91, Han 72, Shennong 265, Liaojing 454, Liaojing 294, Liaojing 207,
Danjing 4,Zhongliao 9052, Yanfeng 47 and Kosihihikari were considered as the founder parents
for rice breeding in Liaoning province. However as years passed, the founder parents were
constantly changing,leading to the using frequency toward to a few founder parents. Analysis of
the relationship among the founder parents was conducted by the pedigree analysis and parentage
coefficient analysis. The results showed that Fukunishiki, Reimei, Toyonihiki, Liaojing 5, Liaoyan
2,Liaojing 326, Shennong 91, Han 72, Shennong 265, Liaojing 454, Liaojing 294, Liaojing 207,
Zhongliao 9052, and Kosihihikari had direct or indirect pedigree relationship, with the average
parentage coefficient of 0. 159. The sixteen founder parents were classified to four types based on
principal coordinate analysis of 23 phenotypic traits,indicating more close genetic relationship and
smaller phenotypic difference among founder parents.
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