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Abstract; This study aimed to confirm the subcellular localization of NSP9 protein and verify whether
PRRSV infection could affect its localization. The biological characters was predicted by softwares. Plas-

mids containing NSP9 gene were transfected into Marc-145 cells,and Marc-145 cells were infected with
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PRRSV. Indirect immunofluorescence assay (IFA) was used to detect its localization. The results of func-

tional prediction showed that NSP9 protein had two-way nuclear localization sequence, amidation site,

a casein kinase phosphorylation site, N-glycosylation site , N-myristoylation site, protein kinase C phospho-

rylation site,a cell binding site,a tyrosine kinase phosphorylation site,a stretch protein repeat region, and

an RNA polymerase binding domain. The results of IFA showed that NSP9 protein was located in the cyto-
plasm in Marc-145 cells. After PRRSV infection, NSP9 protein gradually transfer to the nucleus, and the

area also gradually increased. It demonstrated that PRRSV infection changed the localization of

NSP9 protein.
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