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ZHANG Yunfeng
(Department of Life Science,Tangshan Normal University, Tangshan 063000, China)

Abstract: In order to explore the effect of temperature rise on the growth and Ststel2 expression of
Setosphaeria turcica Ststel2 silencing mutants, the effects of heat shock treatment on the colony and
mycelium morphology, colony growth speed, and spore formation of wild-type strain Wt01-23 and Ststel2
silencing mutant StRNAi9-10 were analyzed in this paper, and semi-quantitative PCR was performed to
examine the effect of heat shock treatment on the expression of Ststel2. The results demonstrated that heat
shock treatment had no significant impact on the colony growth speed and morphology of Wt01-23, but
significantly accelerated the growth of StRNAi9-10, which had similar growth speed and colony
morphology to Wt01-23 under the heat shock treatment. Siste/l2 mRNA level in StRNAi9-10 was
significantly up-regulated after heat shock treatment in a temperature-dependent manner, but not in
Wi01-23. These data showed that heat shock treatment could inhibit RNAi silencing, and restore the
physiological characteristics of Setosphaeria turcica RNAi mutant.
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