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Generations Based on Duck A-FABP Gene
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Abstract: The purpose was to understand the information about mutations of A-FABP gene among
different breeds and generation. Nine duck breeds( Shan Partridge duck,Chaohu duck ,three generational
populations of Jinding duck, and so on) were used, two pairs of primers were designed to detect
polymorphism of A-FABP gene by the technique of SSCP. The genotype frequency, allele frequency,
population genetic parameter were compared among different duck breeds and three generational
populations of Jinding duck. Allele A,B,C and D were found in nine duck breeds. Six mutations were
found in the first intron through comparison of the sequence among different genotypes. The frequency of
allele B was significantly higher than allele A,C and D among nine duck breeds. The genotype frequency
was significantly different among many duck breeds, but the genotype frequency was not significantly
different among Jinding duck’ s three generational populations. The heterozygosity was higher than 0.4 in
all duck breeds. The data of PIC indicated that Shan Partridge duck, Youxian duck, Guangxi Small
Partridge duck and Jinding duck three generational populations belonged to the middle level of
polymorphism , and other duck breeds belonged to the high level of polymorphism. Except for Shanma duck
and Linwu duck, other duck breeds accorded with Hardy-Weinberg’ s equilibrium law. Different duck
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breeds had affluent mononucleotide polymorphism in A-FABP gene, and the genotype frequency was

significantly different in many breeds. The genotype frequency of A-FABP gene was not significantly

different in the generations of Jinding duck,which was conservancy by small population.
Key words; duck; A-FABP gene; SSCP; SNP; genetic analyses
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