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Development and A pplication of A Duplex RT-PCR M ethod
to Differentiate the PRRSV Variant and Common Strains
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(Institute of Animal Husbandry and Veterinary Research, Henan Acadmy of Agricultural Sciences
Zhengzhou 450002, China)

Abstract: According to the nsp2 gene sequence of PRRSVs in GenBank, a downstream primer
was designed in the conserved region of the downstream of large deletion of nsp2 and a upstream
primer in the short deletion to amplify the variant strain. Common strain was amplified using a
upstream primer within the large deletion and the same downstream primer to variant strain. A
duplex RT-PCR distinguish method to differentiate the PRRSV variant and common strains was
development. This method was applied to test clinic samples. Part positive results were se-
quenced and showed more than 97% homologous with the reported sequences. These results
showed that this method was specific, rapid and simple. This method could be applied to differ-
entiate the PRRSV variant and common strains.
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