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Abstract: Using the method of homology clone combined with rapid amplification of ¢cDNA ends
(RACE), the full length DNA and ¢cDNA of a GAS 44-like gene was isolated from Rosa damascena for
the first time. Furthermore, its partial promoter sequence was colned using the method of Thermal
Asymmetric Interlaced Polymerase Chain Reaction (TAIL-PCR). The rose GAS #-like gene includes 4
exons and 3 introns, and its open reading frame (ORF) was composed of 327 bp, encoding a protein
with 108 amino acids and interrupted by 3 introns into 121bp, 95bp and 194bp in length. Sequence anal-
ysis revealed that the first 26 amino acids of the predicted GASA 4-like protein form a N-terminal hydro-
phobic domain which display s the properties of a signal peptide and 12 ¢y steine residues in C-terminal do-
mains, which are highly conserved the traits of the GASA gene family. Phylogenetic analysis showed
that GASA4-like protein falls into one category of GASA protein family expressed in meristem. The ds-
acting regulating elements analysis indicated that the 318bp promoter of GAS 44-like gene contained some
inducer elements and several binding sites of transcription factors, which implied GASA44-like gene prob-
ably was regulated by some transcription factors during the response to environmental stress. Finally,
the biological function of GAS A4-like gene was predicted.
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GAS A(gibberellic acid-stimulated in Arabidopsis)
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-227 AT@TTTTTCAGATTAATCATGACTAAATCTGACCAAAGTTGGATGATGTTACCCTCTTTTCCTTTTCAACTACATCCTAGC -147
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