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Establishment of Molecular Identification Techniques for Frizzle

Chicken Early Feathering and Late Feathering

LI Shanshan, LI Donghua, LU Fukun,DONG Jing,LI Yanqging, DU Bingwang "
(Department of Animal Science , Guangdong Ocean Univerisity ,Zhanjiang 524088 , China)

Abstract; In order to establish a rapid and accurate molecular identification techniques for the frizzle
chicken early feathering and late feathering to speed up the formation of complete set line, male Kirin
chickens of 241 at 140 days were selected (171 late-feathering phenotypic,70 eaily-feathering phenotypic) .
The slight distance relation of late-feathering gene K in linkage with feathering gene K/k of chicken and
endogenous ev2] was used, to discriminate the eaily-feathering and late-feathering cock using PCR
amplification of ev2] gene and to detect homozygote of genotype late-feathering cock through the amplified
products digestion using the restriction enzyme ( Haelll ) . The results showed that eaily-feathering frizzles had
a band(71) ,late-feathering had two bands(170). Compared with eye identification, the agreement rate was
99.41% . The Hae I cleaved genotyping results of late-feathering cock showed that the chicken missing
ev2] had two bands (72), the individuals with three bands were heterozygous (94 ), and homozygous
individuals had a band (5). Therefore, ev2] insertion site could be used for identifying genotype
homozygous Kirin male chicken.
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