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Studies on Esterase Isozymic Differences between Two
Phenotypes of Astragalus membranaceus var.

mongholicus Seeds

XIE Xiao-long'?,LI Yi**
(1. School of Pharmacy, Henan University of Traditional Chinese Medicine,Zhengzhou 450046 ,China;
2. Northwest Institute of Plateau Biology,Chinese Academy of Scineces, Xining 810008, China)

Abstract: Vertical polyacrylamide gel electrophoresis was used to study the esterase isozyme system in
the 90 seed individuals to uncover the genetic relationship between two seed phenotypes of Astragalus
membranaceus var. mongholicus,with one type possessing spots on the surface of seed coat but the other
not. The results showed that a total of 27 esterase isozymic bands were generated, of which 11. 11%,
29. 63% ,and 70. 37% separately existed stably at seeds,mother plants,and seed phenotypes levels, while
88 89%,70.37% and 29. 63% were ploymorphic among above-mentioned three levels, respectively. In
the dendrogram,all the seeds tested were divided into two groups or six subgroups. Group B only includ-
ed seeds with spots,while group A had two phenotypic seeds. Among the six subgroups, subgroup ¢ pos-
sessed two phenotypic seeds and the others consisted of the same phenotypic seeds. In conclusion, there
was no obvious genetic differentiation between the two seed phenotypes of A. membranaceus var. mong-
holicus,but futher artifical selection could be helpful to accelerate genetic differention between them.
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