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Abstract: Housekeeping gene Actin is often used as an internal control gene of RT-PCR and qRT-
PCR. In order to study the molecular regulatory mechanisms of other genes and relative expres-
sion level of exogenous gene,a pair of primers was designed according to the conserved sequences
of the Actin gene in GenBank. A PCR-based homologous cloning strategy was used to identify Ac-
tin genes from the pedicels of Cymbidium faberi. Four Actin genes were successfully cloned and
characterized. The sequencing result revealed that each of four Actin gene fragments contained
1 062 bp,encoding a protein of 354 amino acids. Each Actin contained the Actin family signature
sequence (YVGDEAQs. KRG and WISKaEYDE) and Actin-related proteins signature sequence
(LLTEApLNPkaNR). The fragments shared 95. 97% nucleotide sequence homology with each
other and 94 % nucleotide sequence homology with Oncidium hybrida ACT2 (JN981137). The
deduced amino acid sequence shared 99% homology with Actin of Sedirea japonica
(AED94091. 1) and Phalaenopsis(AAF71265.1). The cloned genes were Actin gene fragments,
named as CfACTI, CfFACT2, CfACT3 and CfACT5, respectively. They were registered into
GenBank (accession number;JN177718,JN177719,JN177720 and JN177721).
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