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Abstract: The objective of this study was to clone and analyze the sequence characterization of the
coat protein (CP) gene of sweet potato chlorotic stunt virus(SPCSV),and then to construct its
prokaryotic expression vector and express its protein in Escherichia coli BLL21 (DE3). The prt
mers were designed according to published nucleotide sequence of SPCSV-WA Canl81-9 isolate
(FJ807785). The partial nucleotide sequence of SPCSV genomic segment RNA2 was cloned by
RT-PCR from Sichuan isolate in China and sequenced, which was 1 902 bp in length(KC146844),
encompassing part of the p60 gene,complete p8 and CP genes,and part of mCP gene. The results
of sequencing showed that the CP gene consisted of 774 nt and encoded 257 amino acid residues. The
nucleotide sequence and the deduced amino acid sequence of CP gene was 99. 48 % and 99. 22% identical
to SPCSV-WA Canl81-9 isolate (FJ807785),respectively. The CP gene was cloned into expression vector
pET-30a(+)for over-expression in prokaryotic cells. The result of SDS-PAGE showed that about
38 kD specific fusion protein was produced after induction by IPTG. The CP fusion protein was
highly expressed in prokaryotic cells, which provided a foundation for preparation of the poly-

:2013-03-19

: (CARS-11-B-07)

a9r7 -, s s , . E-mail: qinyanhong6040(@sina. com
(1964 -, s s s . E-mail: zhangzhenchen@126. com



86 T d R A

%o A2 %

clonal antiserum and serology detection of SPCSV in sweet potato or whitefly vectors.
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