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Identification of the Endophytic Fungi A ntagonistic to
Rhizoctonia cerealis and Study on Antifungal Activity

YI Yan-jie , SHI Yu, WU Xing-quan, ZHANG Hui-ru
(College of Bioengineeringg Henan University of Technology, Zhengzhou 450001, China)

Abstract: Endophy tic fungi w ere isolated from wheat stem and leaf tissues with PDA medium. Forty eight
endophy tic fungi strains were isolated from PDA medium which included 2 strains (RF5 and RF6) antag-
onistic to Rhizoctonia cerealis. Genomic DNA of the two antagonistic strains were extracted with
improved method and amplified by ITS primers (ITS4 and ITS5). The spedfic PCR fragments around
600 bp were obtained from each genomic DNA and sequenced. Based on ITS sequences alignment, RF5
and RF6 were identified as Hypocreales sp. and Aspergillus versicolor. The antifungal activity of antago-
nistic strains showed that both antagonistic strains could produce inhibition zone and RFS5 showed
stronger antibacterial activity with inhibition zone of 23 mm compared to RF6 of 19 mm. Fermentation
filtrate of the strain RFS and RF6 also had inhibitive activity against Rhizoctonia cerealis. The growth of
Rhizoctonia cerealis after 7 days showed that the inhibition rate of fermentation filtrate were 63.3% and
60. 8 %4, respectively. The results showed that the isolated endophytic fungi had potential biocontrol
function and they played important roles in w heat sharp eyespot biocontrol.
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