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Abstract: In order to study the function of the protein of glutamate hydrogenase (GDH), the glu-
tamate dehydrogenase gene of Streptococcus suis strain ZKHY was cloned and analyzed in this pa-
per. The gdh gene was amplified by polymerase chain reaction (PCR) and cloned into pM D— 18T
vector. After transformed into E. coli JM109 competent cells, the recombinant plasmid was se-
quenced and compared with the nucleotide and deduced amino acid sequences of previous reported
strains in GenBank. The results showed that the sequence has close relationship to the gdh gene
of Streptococcus suis published in GenBank, which has sequence homology of 97.2%—97.3%,
98. 4% and 97.6% with serotype 2, 7 or 9 strains respectively. Especially, the homology of amino acid
sequence was even higher than that of nucleotide sequence, which is above 98.9%. This indicates that
strain ZKH'Y may be out of serotypes 2, 7 and 9. The gene cloned in this study is very conservativea and
it can be expressed in prokaryotic or eukaryotic cells for immunology-concerned researches.
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