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The Effect of 5-Aza-2'-Deoxycytidine on the Expression of
PPARYy in Dairy Cow Mammary Epithelial Cells in vitro

BIAN Yanjie, WANG Jie, WANG Chun-mei, LI Qing-zhang”
(Northeast Agricultural University, Harbin 150030, China)

Abstract: This experiment was to explore the influences of 5-aza-2'-deoxycytidine (5-Aza-dC) on the
methylation status of promoter region of PPARY gene and its expression in dairy cow mammary
epithelial cells(tDCMECs). DCMECs were cultured in vitro and treated with 0. 1,0 5,1 0,5 0 pmol/L
5-Aza-dC, methyltransferase activity was measured by EpiQuik™ DNA methyltransferase assay kit;
CASY®-technology was applied to measure cell viability and proliferation; bisulphite genomic sequencing
PCR(BSP) technique was applied to detect the methylation state of the promoter region of PPARYy gene
in DCMECs; qRT-PCR was applied to detect PPARy mRNA expression;the protein expression level of
PPARy was determined by Western blot. Results showed that 0. 1 pmol/L 5-Aza-dC had no significante
effect on cell viability and proliferation of DCMECs, and methyltransferase activity was significantly
decreased at 96 h;compared with control group.methylation level of promoter region of PPARY gene in

DCMECs was partially reduced after treating with 5-Aza-dC, and the mRNA and protein expression of
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PPARYy were increased significantly. Our results suggests that 5-Aza-dC can reduce methylation level of

PPARYy promoter region,and promote the mRNA and protein expression of PPARY gene in DCMECs.
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