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Preliminary Study on Matching Hybrid Combinations
of Leek Hybrid Base on ISSR Markers

ZHANG Ming,QIAO Bao-jian, LI Yan-long, CHEN Zhong-fu.,
CAO Xiumin,ZHANG Hua-min,ZHANG Wei
(Pingdingshan Academy of Agricultural Sciences,Pingdingshan 467001, China)

Abstract: In order to study on the corresponding relationship between ISSR markers and heterosis
of leek,this paper calculated the heterosis of tiller number and other traits,and compared the of
heterosis of tiller number, plant weight and sheath length with ISSR genetic distance of the
parents based on the investigation of the traits of 27 hybrid combinations of leek and their
parents. The inquiry elicited the strong heterosis was mostly concentrated in the position of
genetic distance over 5. 0.
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/em / /cm /em /g
a msX  (3) X 50. 000 5.033 8. 850 38. 346 8. 439
b ms X 791(4) X 791-a 48. 550 4,057 8. 623 36.516 12. 741
c ms X (4 49. 850 4.614 8.723 38. 878 12. 652
d ms X 4 48. 680 4. 375 8.507 36. 045 11. 544
1 791-b 5 48. 750 4,272 9. 495 39.139 13. 384
2 791-a 4 48. 666 4,025 9.611 37.908 11. 824
3 4 47.950 3,790 7.833 38.001 11. 970
4 4 49. 933 4. 545 9.050 39. 609 12. 983
5 4 50.010 4.831 9.168 39.003 11. 664
6 3 49. 417 5.503 8.505 38.907 12. 386
7 -4c 3 50. 025 4.616 9.493 40. 203 14. 369
8 4 48.916 4.617 9.700 38.796 16.319
al msX  (3)X791-b 50. 566 4,448 10. 233 38.500 13. 300
a2 msX  (3)X791-a 51. 033 4,678 9. 880 39. 080 13.102
a3 msX  (3)X 51. 070 4,500 9. 890 38. 586 12. 903
ad msX  (3)X 52. 356 4.724 10. 316 40. 480 13. 801
a5 msX  (3)X 51. 633 4.758 10. 203 37.971 13. 354
a7 msX  (3)X  -de 49. 966 6.933 9. 650 35.770 12. 785
a8 msX  (3)X 50. 300 5. 259 9.906 39. 060 13. 750
b3 msX 791(4) X 50. 118 4,666 9.226 37.018 12. 480
b4 ms X 791(4) X 18. 223 4. 680 8.183 35. 875 12. 750
b5 ms X 791(4) X 50. 350 4,740 8.970 36.103 12. 924
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d6 —0.7 —9.3 —4.9 —2.7 9.4
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