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Abstract: The RAPD analysis of Henan wild mouse and other four inbred strains of mouse were
shown in this study. A total of 304 polymorphic fragments were achieved from 380 amplified
fragments using 36 polymorphic primers which were selected from 120 random primers. Several
specific bands possessed by wild mouse reflected that the RAPD polymorphisms exist among the
four inbred strains of mouse and wild mice. The results of statistical analysis of RAPD bands
showed that the genetic similarity between wild mice and PWK is 0. 00924, which indicated that
wild mice had the closest relationship to PWK. However, the genetic similarity between wild
mice and DDK is 0.01130, which showed the wild mice were clearly apart from DDK. These re-
sults indicated that there were genetic similarities and variations between wild mouse and inbred
strains of mouse. Thus, as a molecular marker, RAPD can be used to detect the variations and
distinguish the mouse strains.
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SC1 TGAGCGGACA 15 6 sc21 CAGCTCACGA 15 17
SC2 GATGACCGCC 9 6 SC22 ACCCCGCCAA 17 18
sc4 CTCTCCGCCA 10 12 sc23 AGGCCCCA TC 12 12
SC5 AGCGTCCTCC 10 8 SC24 CCAAGAGGCA 16 8
SC6 ACGACCGACA 10 12 sc2s ACGCGCCTTC 10 6
SC7 AGGGCCGTCT 10 12 SC26 GGCACGCGTT 11 4
SC8 GGCTCATGTG 10 4 SC27 TGCTCTGCCC 11 6
SC9 AGACGTCCAC 9 8 sc28 GGGCGACT AC 8 4
SC10 GGAAGTCGCC 10 16 SC29 GGACCCAACC 8 4
SCl1 CTGACGTCAC 7 8 SC30 TTGGCACGGG 7 6
sC12 GAATCGGCCA 13 14 sc3i GTCCACACGG 11 9
SC13 TGGAGAGCAG 15 4 SC32 TGCGCCCTTC 6 6
sCl14 CACCCGGATG 13 4 SC33 TGTCTGGG TG 7 6
SC1s AAGGCGGCAG 13 12 SC34 GGTGACGCAG 15 8
SC16 CCTGGGACTC 15 12 sc3s CTGCTGGGAC 14 6
SC17 CCGATATCCC 7 4 SC36 CCGCCTAGTC 10 6
SC18 GGACCCAACC 12 14 380 304
SC19 TTGGCACGGG 10 14 10. 6 0.8
65C20 AGCGCCATTG 14 8 /% 80. 0
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B6 BALB/¢c DDK PWK esticus M. m. musculus-M. m. castaneus-M. m.
. 9,1
B6 0.00883 0.01145 0.01134 0.01046 molossinus ' . M. m. musculus
BALB/c  0.991 17 0.00889 0.01128 0.01000
DDK  0.9855 0.99111 0.01257 0.01130 M. m. castaneus 2 .
PWK 0.988 66 0.98872 0.98743 0. 00924 . M. m. musculus .
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