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Phylogenetic Analysis of A JEV Strain CSF.ZMD—3

Isolated from Swine in Henan Province
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Abstract: In this study, cerebrospinal fluid (CSF) of sow aborted fetus stillbirth were collected
from large pig farms in Henan province, and an isolate named as CSF.ZMD—3 was obtained by
inoculating PK—15 cells and identified by RT—PCR. By comparing the E gene sequence of CSF.
ZMD—3 with those of previously reported JEV strains, we are sure that this isolate is a JEV
strain. Using the E genes of CSF.ZM D— 3 and other 18 reference strains, a phylogenetic tree was
constructed by Mega 3. 1 software and showed that CSF.ZMD— 3 belongs to gene type IIL
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