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The Molecular Detection and Indentification of
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Abstract: Potato virus Y (PVY) can infect potato and do harm to potato seriously. The PVY in
Zhengzhou city and Xinyang city of Henan province was detected and identified by RT - PCR mo-
lecular detection technology. The spencific primers PVYP1 and PVYP2 were designed based on
PVY pl gene, which amplified a DNA fragment of 0. 58kb by RT — PCR using the RNA from the
infected plant by PVY as template. However, no DN A fragment was amplified from RNA of
healthy potato. The PCR product was sequenced. The results of Blast analysis showed that the
similarity of the sequence with the pI gene of PVY strain N: O reached to 99 % indicating that
the PCR product is the partial DNA fragment of PVY p/ gene. Then the RT — PCR detection
method of PVY was established. The detection method was improved by shortening the reaction
time, and optimizing the PCR procedures and PCR reagent system.
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GCGAGGAAGAGAAGAGAGGAATATAATTTCCAAATGGCTGCGTCAAGTGTTGTGTCGAA
GATCACTATTGCTGGTGGAGAGCCACCTTCAAAACTTGAATCACAAGTGCGGAGGGGTGT
CATCCACACAACTCCAAGGATGCGCACAGCAAAAACATATCACACGCCAAAGTTGACAG
AGGGACAAATGAACCACCTTATCAAGCAGGTGAAGCAAATTATGTCAACCAAAGGAGGG
TCTGTTCAACTGATTAGCAAGAAAAGTACTCATGTTCACTATAAAGAAGTTTTGGGATCA
CATCGCGCAGTTGTTTGCACTGCACATATGAGAGGTTTACGAAAGAGAGTGGACTTTCGG
TGTGACAAATGGACCGTTGTGCGTCTACAGCATCTCGCCAGGACGGACAAGTGGACTAAC
CAAGTTCGTGCTACTGATCTACGCAAGGGCGATAGTGGAGTTATATTGAGTAATACTAAT
CTCAAAGGAAACTTTGGGAGAAGCTCAGAGGGCCTATTCATAGTGCGTGA
PVY{5 FH 43 B ¥ p 136 K BRFF51TN F

CGCGAGGAAGAGAAGAGAGGAATATAATTTCCAAATGGCTGCGCCAAGTGTTGTGTCGA
AGATCACTATTGCTGGTGGAGAGCCACCTTCAAAACTTGAATCACAAGTGCGGAGGGGTG
TCATCCACACAACTCCAAGGATGCGCACAGCAAAAACCTATCACACGCCAAAGTTGACA
GAGGGACAAATGAACCACCTTACCAAGCAGGTGAAGCAAATTATGTCAACCAAAGGAGG
GTCTGTTCAACTGATTAGCAAGAAAAGCACCTATGTTCACTATAAAGAAGTTTTGGGATC
ACATCGCGCAGTCGTTTGCACTGCACATATGAGAGGTTTACGAAAGAGAGTGGACTTTCG
GTGTGATAAATGGACCGTTGTGCGTCTACAGCATCTCGCCAGGACTGACAAGTGGACCAA
CCAAGTTCGTGCTACTGATCTACGCAAGGGCGATAGTGGAGTTATATTGAGTAATACTAA
TCTCAAAGGAAACTTTGGGAGAAGCTCGGAGGGCTTATTCATAGTGCGGG

Blast , :PVY PVY
pl PVY N.O 2)
99%, DNA  PVY ; .
PVY pl 3) PVY PVYN:O
0.58kb  PVY pl . , PVY N
. . PVY o,
. 4) PCR PVY
2.4 PCR #&N 7k o9 #t 5 BA . s
PVY RT - PCR
, [1] . [J.
’ » 2005(3): 29~ 32.
30 Se . 25 . ° . [2] R s . [M] .
37 C 47°C, PCR : . 1999, 137 - 142.
¢DNA PCR [3] Hooker W J. [ M].
, ¢cDNA ¢ =1:9 ” , 1992:129 - 131.
’ 25kL 10~L. . . 2003(3) ; 175-
PVY 179.
PCR 40 min, [5] s , s
L] »2002(9): 33 - 34.
[6] [D].
: , 2002.
’ ’ [7] Weilguny H, Singh R P. Separation of Slovenian ise
. 20% . lates of PVY (NTN) from the North American iso
s lates of PVY(N) by a 3 primer PCR[ J] . J Virol Meth
ods 1998 71(1): 57 - 68.
3
1) PVYP5, PVYP3 RT - PCR

2 Iﬁﬁ)i-l() 15 China Academic Journal Electronic Publishing House. All rights reserved. http://www.cnki.net



