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Studies on Biological Characteristics of Classical Swine Fever Virus

LI Xue-wu', ZHANG Gai-ping's GUO Qixiang’
(1. Henan Key Laboratory of Animal Immunology, Henan Academy of Agicultural Sciences Zhengzhou 450002, China;
2. Henan Entry-exit Inspection and Quarantine Bureaw Zhengzhou 450003, China)

Abstract. The biological characteristics of classical swine fever virus was expatiated in the paper.
The interaction of classical swine fever virus (CSFV) with immune system of swines, CSFV
prolifera-tion characteristics in mammalian cells and the prediction of genes associated virulence
were mainly elucidated. The genotyping of CSFV and its distribution and epidemiology in the
world were generalized. The genetic mutation of CSFV and the prospect in vaccine immunization
have been analyzed. The problems of eradicating CSFV faced in future were also discussed.
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