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Primary Analysis of the Differentially Expressed
Genes in Stem Tip of Rape Dwarf M utant
“NDF - 17 at Early Elongation Stage

ZHOU Zeng guang, ZHOU Yun tao, GAO Yong, WANG Mao lin~
( College of Life Sciences Sichuan University, Chengdu 610064, China)

Abstract: ¢cDNA library of differentially expressed genes in dwarf mutant“*NDF — 1”7 and its wild
type “3529” was constructed by suppression subtractive hybridization (SSH). These clones were
checked by colony PCR. The recombined efficiencies of the subtractive library were 58%. The
size of inserted fragments was ranged from 100 to 500 bp. Eighty eight clones in the subtractive
library were screened by dot blot. Thirty positive clones were sequenced and their homology was
analyzed by BLAST search in GenBank. Some of these clones were put into several functional cat
egories, including signaling, secondary messenger, hormone metabolism, transcription factor
protein degradation and transfer. The successful construction of subtractive ¢cDNA library has
provided a foundation for further studying the mechanism of plant dw arfism.
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