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Identification and A nalysis of the SRAP Markers Linked with
Powdery Mildew Resistance Gene in Wheat
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Abstract: 240 SRAP primer combinations were applied to amplify wheat cultivar SF42 ( highly
susceptible to powdery mildew) and ZB90 (immune to powdery mildew). Forty percent of primer
combinations could amplify the stable polymorphic bands. Further analyzing the F2 segregating
populations from the cross of SF42 and ZB90 using these primers, there are five SRAP markers
produced by four primer combinations Me5+ Em5. Me8+ Em7. Me8+ Em16 and Mel2+ Em7,
which were linked with the powdery mildew resistance gene in ZB90. These markers were recov-
ered, cloned and sequenced. Sequence analysis showed these markers contained ORFs and four of
ones had conserved motifs such as signal peptide and transmembrane regions.
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