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Abstract: A strain (HNGCXY. 1) isolated from the phenol-contaminated soil of a coking plant
was able to grow on phenol as sole cartbon and energy sources. The highest endurance capability of
this strain for phenol was 1000 mg/ L. The factors affecting phenol degrading were investigated. It
showed better phenol degrading rate at pH 6.5—7.5,28— 32 C, rotation speed bigger than 160
r/ min, the concentration of 600mg/L phenol as the substrate. It was identified as 4Alcaligenes sp.,
based on the 16s rDNA sequences, biochemical and physiological characteristics.
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