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Comparison of the Genetic Diversity of Sichuan Goose and

Rhin Goose
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(1. Jiangsu Animal Husbandry and Veterinary College, Taizhou 225300, China;
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Abstract: In this study, the genetic diversity of Sichuan goose and Rhin goose were analyzed by 10
microsattlite DNA markers, which could provide information for molecule marker assistant
choice. The results showed that there were 55 alleles inspected in 10 microsatellite loci. A llele fre-
quencies were 0. 0000— 0. 6667 and the average number of alleles was 5.5. The mean heterozy -
gosity of Sichuan goose and Rhin goose was 0. 6561 and 0. 701 0, respectively. The average value
of polymorphism information content (PIC) was 0. 6146 and 0. 6522. These data indicated that
there were high genetic diversity and rich polymorphism existed in Sichuan goose and Rhin goose
populations. According to the allele frequencies, CKW 10, CKW 14, CKW 18, CKW21 and TTUCGS
may be used as the molecule marker in studying the relativity to egg or meat.
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1.1 ## : )
DNA 10 (s
7 ‘ 1.
1 10 PCR
(5'—=3) .
CKW10 F. ACATCCAGTTTGTGCTGCAT AC R: CAAAGCCCCCATTCAAATAATA 53
CKW12 F: CATAAGTTCTCCCAAACAAGAGTG R: AGAAAGGGACACACAGCTAACC 53
CKW 14 F. AACTGATCCGGCAGAAAACTAA R: ACTTAGCATGCAGCTTCACAAA 58
CKW 18 F: AATGTGCTGTGTCACATTCTCC R: CATCATCCAACGATTCAGACAT 52
CKW21 F: CCCAGAACAGTGCTAGAAGAGG R: AGCGAGTCACTCCAGTACCTTC 56
CKW32 F. CAGTGCAAGTTCACCCACAG R: TCGAGAGCACTCCATTTTGA 56
CKW49 F: TGAACACACATGCAGACTGG R: TTTGCGAGACAGAGCCTTTT 56
TTUCGS F: GGGTGTTTTCCAACTCAG R; CACTTTCCTTACCTCATCTT 55
GO07 F. ACAGGTGATGCTATTATTACG R;: CATTCCCTAGGAACAACCTGC 53
WWwWX1 F: ATGGATGCTAACAAACACTC R: GTACAAAGGTCATGGAGAAG 55
1.2 7k (PIC) :
1.2.1 PCR PCR 251, : H &
10X PCR Buffer (  25mmol/L. Mg> ) 2. 5tL. PIC=17 2 P’ ;j;zpizﬂz
10mmol/L dNTPs 24L. 10 pmol /L . _ 25‘: i;Pin(l PP
IL.5U/ML rTag  0.2*L.50ng/#L DNA =157
1#L.  ddH.0  25¢L. PCR 95 C :k P Py i
4min;94°C50s,52~60C50s,72 C60s, J
32 :72°C 10min, 4C 2
1.2.2 PCR 2%
) 2.1 10 A% LZJE{zay F42 KR K ZIRE
: . : 12% 10
10V/cm 11~12h 2 2 .10
) 55 .
1.2.3 5.5 TTUCGS .9
, , ; 4 ;
; CKW10, CKW12, CKW14, G07.
0.0000~0.6667.
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119, 128 , CKW14 210, 213 , CKWI18 262,267, TTUCGS
.CKW18 247, CKW21 239, 255 225 .
) 2.2 TR EAZE A S H T
(He)( 3),
CKW10 119 0.1833 0. 050 0
125 0.2333 0.241 7 0.656 1.
128 0.3750 0.541 7 0.7010.
132 0.2083 0.166 7
CKW12 203 0.0167 0. 066 7 3
207 0.3833 0.208 3
211 0.5833 0.6333 CKW10 0.7279 0.6179
216 0.0167 0.091 7
CKW14 204 0.6083 0. 666 7 CKWI12 05122 0.5426
210 0.2333 0.125 0 CKW14 0.5626 0.5124
213 0.0017 0.158 3 CKW18 0.7429 0.7343
216 0.0667 0.0%0 0 CKW21 0.7942 0. 6804
CKW18 232 0.3000 0.3583 CKW32 0.7379 0. 8074
237 0.2833 0.308 3 CKW49 0.8264 0.8160
247 0.2083 0.0000 G07 0.5731 0.6213
252 0.2083 0. 066 7 TTUCGS 07872 0.6201
262 0.0000 0. 1667 WW X1 0. 7460 0. 6088
267 0.0000 0.1000 0.7010 0. 6561
CKW21 236 0.2583 0.450 0
239 0.0833 0. 000 0
245 0.1250 0.158 3 (PIC).
248 0.2500 0.283 3
252 0.2250 0. 108 3 4.
255 0.0583 0.000 0 0.6146 0.6522. 10
CKW32 175 0.3667 0.2417
178 0.2167 0.2750 ’ CKW49
181 0.2500 0.1667 (0.8020) CKW12 (0.4117).
183 0.1333 0.1000
187 0.0167 0.016 7 CKW49 (0.7895), CKW 14
192 0.0083 0.08 3 (0.4737). CKWI12. CKW14
201 0.0083 0.116 7 ’
CKW49 190 0.1750 0.100 0 ’
193 0.2083 0.233 3 ,
196 0.1417 0.2167 2 .
201 0.1500 0.091 7
204 0.2083 0.183 3 4
207 0.1167 0.1750
G07 175 0.0417 0.158 3
183 0.5417 0.533 3 CKWI10 0.6902 0.5932
186 0.3583 0.258 3 CKWI12 0.4117 0.4963
195 0.0583 0.050 0 CKW14 0.5118 0.4737
TTUCGS 182 0.3583 0.591 7 CKW18 0.6951 0. 6901
184 0.0083 0. 066 7 CKW21 0.7630 0. 6265
188 0.0583 0.0333 CKW32 06937 0.7821
198 0.2167 0.0417 CKW49 0.8020 0.7895
203 0.1250 0.008 3 co7 0.4934 0.5638
208 0.0833 0.0 0 TTUCGS 0.7610 0.5987
218 0.0667 0.041 7
WW X1 0.7000 0.5319
223 0.0833 0. 066 7
25 0.0000 0.1250 0. 6522 0.6146
WW X1 153 0.2333 0.483 3
156 0.3250 0.0250 3
160 0.2167 0.1000
163 0.2167 0.3833 .
172 0.0083 0. 008 3
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