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Touch Down PCR for Amplification of Ketosynthase Genes
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Abstract: Objective: To get target KS genes by a simple and efficient touch down PCR (TD-
PCR).Methods: Genomic DNA from three strains of actinomyces was extracted by modified SDS
method. The ketosynthase (KS) gene fragments from three strains of actinomyces were amplified
with touch down PCR and common PCR. Results: Target genes were obtained by TD-PCR. The
results indicated that touch down PCR was efficient in amplifying the gene from three strains of
actinomyces and it was more specific than common PCR. Conclusion: TD-PCR with Tag DNA
polymerase has higher specificity than common PCR. It can efficiently improve specificity of PCR
and be used to clone gene fragments which are difficult to clone by the common PCR method, or
to increase the specificity of PCR when false positivity is difficult to eliminate.
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