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Estimation of Genetic Parameters for Hybrids of Brown Cotton

and Long-staple Upland Cotton
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Abstract: The estimation of genetic parameters of five traits for hybrids of brown cotton H39 and
long-staple upland cotton Luchang 3 showed that, the lint percentage had the greater variation and
was additive-dominant genetic; The genetic ability and genetic varation coefficient of the bolls
per plant and lint percentage were bigger than the other traits. The two traits could choose in ear-
ly generation; The minimum number of genes of the bolls per plant, boll weight, lint percentage,
seed means and fiber length were all less than the other traits so that was beneficial to selecte the
plants with target traits from future generations. The results of relative rate advantage and com -
parative advantage index showed that these five traits had heterosis in different degrees.
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