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Selection of Cd*" Binding Peptides and Yeast
Adsorption of Heavy Metals by Display Technology
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(Lab of Molecular Evolution and Applied Biology.School of Life Science and Engineering,
Southwest Jiaotong University, Chengdu 610031, China)

Abstract; Cd’" binding peptides were effective enriched from the commercially phage 12 random
peptide library,and six different Cd*" binding peptides were obtained,two which had strong affi-
nity were selected and connected together in series and displayed on yeast surface by gene recom-
bination. The recombinant yeasts showed significant higher adsorption rate for Cd*" and Ni*" as
compared with the control. The recombinant yeasts adsorption rate for Cd** increased with the in-
crease of the induction time, when the induction time was 24 h, the adsorption rate for Cd**
reached the maximum (30.4%) ,and the adsorption rate for Ni*" reached 32. 9%.
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