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Identification of Molecular Marker of Powdery Mildew
Resistance Gene Pm23 in Wheat
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Abstract: Based on the conserved domains of the resistance genes, 7 pairs of primers were sy nthesized
and used to amplify the genomic DNAs of 12 wheat lines carrying different pow dery mildew resistant
genes (Pm genes) and one susceptible control Chanceller. The analysis of PCR products showed that
only one pair of primers 3LR+3LF amplified polymorphic fragments in the line carrying Pm23 gene.
Sequence similarity analysis indicated that the special amplified fragments with 253 bp in full length
was 87% similar to Hordeum vulgare Ty3—gypsy retrotransposon— like gene, which was belonged to
a retrotransposon-like marker.
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S3.5'— GGNATGGGNGGNTTNGGN AARACNCAN —
3/

AS3:5 —TCNCGNATNATNTTNACNACNCGN— 3

NF:5 —TAGGGCCTCT TGCTACGT— 3’

NR: 5— TATAAAAAAGTGGCGGACT— 3

OF: 5— CCTCGATGCAATAACTAAAATTT— 3

OR:5 —TCTGTTTGCATCATCAATGT— 3’

RI1F.5 — AACCCAATTCCACCTCT TTTACA— 3’

R11R:5'— TTCCCCT TGCAATAGTCACCATAG— 3

3LF.5'— CCTT(G/ T)CCTT(C/A)GAGCTTTGTAT—

3/

3LR: 5 —GGCTTCCTTTGCCTCCCC(A/ C) AC— 3
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73/
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R2F.5' — CTATGGTGA CTATTG CAAG GGGAA— 3
R2R:5'— ATTGTGATTGATGG CATGTCTA CG— 3’
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1. Chanceller; 2. Ulka/ 8 * Chancellor( Pm2); 3. Yuma/ 8 * Chancellor( Pm4a); 4. VPM(Pm4b); 5. Timgalen (Pm6); 6.96— 282
(Pmi13); 7. 96— 287(Pm20); 8.6VS/ 6AL(Pm21); 9.81—7241(Pm23); 10. (Pm24); 11. (Pm D; 12.
( )(Pm); M. Marker.

1 3LR+ 3LF PCR

3L, 17 CCACCACTTATTAGTAGTCTGTAGGATCATATTCTTGTGTGTTTCTATTGCTGCTAACCA 76

AY040832.1 9160 CCACCACTTCCTAGTAGTCTGTAGGGTCATATTTTGCTGTGTTCCTMTTGCTGCTAACCA 9219

3loss 77 TGCCAGGATCACAAGTCGACGAGACTGACTAGGAGAACTTGACGAACAAGGAGCTTCATG 136

FEOEREEH R e e e Lo e e ny e vk
AY040832.1 9220  TGCCAGGATCACACGACGAGGAGATCGACTGGGAGAACTTGACCAACCAGGAGCTTTATG 9279

3L 137 ATAAGTTTCAGCAAATGATG 156

AT ERRRRR AR ReY
AY040832.1 9280 ATAAATTTCAGCAAATGATG 9299

2 DNA
3 [11]’
. PCR ()
. RGAP sl
. , REMAP  IRAP,
. 6H ', .
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3[4253 ’ Ty3_ ’ ’
gypsy . , Pm23 \ .
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