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RAPD Analysis of the Genomic of
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Abstract. The genomic changes of parent ducks and their hybrid were analyzed with RAPD method.
20 from 120 random primers were used to amplify genomic DNA of Cherry Valley Meat duck, Par-
tridge ducks and their hybrids (C & X P$). 460bands were produced and 330 among them were
polymorphism (71. 73%). The inter-population similarity indexes were 0. 7888 (C), 0. 7629 (P ) and
0.8227(F; ) ) respectively, which showed greater variation among the parent and their hybrids. And
the genetic distance between Fi and its mother was 0. 3300, while it was 0. 3505 with its fathen
which indicated that the genome was more similar to its mother.
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