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Cloning and Expression Profiling Analysis of
Bombyx mandarina LDH Gene
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Abstract: In order to explore the functions of lactate dehydrogenase(LDH), using the different
tissues of 3 day of fifth instar larvae and the different developmental stages individuals,the LDH
gene from Bombyx mandarina was cloned by polymerase chain reaction. The results showed that
the open reading frame of LDH was 996 bp, encoding 331 amino acid, containing 1 exon, no
intron,and a predicted pl of 6. 76 and molecular weight of 36. 35 kD. The deduced amino acid
sequence was highly conserved. The predicted analysis showed that the LDH was located in the
cytoplasm. Transcriptal expression pattern revealed that the LDH was expressed in the tissues
(malpig-hian tubule, midgut, epidermis, fat body, silk gland, blood, testis, ovary ) and
developmental stages (egg, larva, pupa, moth), and the expression level was almost consistent.
LDH may play an important physiological function in vital movement of Bombyx mandarina.
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