,2013,42(12) :102-105
Journal of Henan Agricultural Sciences

40 SSR

e B 5, 5, 3
(1. , 5500255 2. , 5500253
3. , 625014)
, SSR 40 o ) 4 SSR
40 , N 1 (P. pyrifolia) s N
. 2 (P. bretschneideri) ) N (P.
communis) s (P. ussuriensi) o
; ; SSR
: S661. 2 : A : 1004-3268(2013)12-0102-04

Analysis of 40 Pears(Pyrus) by SSR Markers
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Abstract: To provide theoretical references for the taxonomy of Pyrus cultivars, 40 pear germ-
plasms were analyzed using SSR markers. Based on the PCR amplification data from four SSR
markers, Zaogihuang, Shibaosheng and Eli 1 were classified into the group of P. pyrifolia,
Nangongci, Hongchangqing, Eli 2 and Zhonghuayuli were classified into the group of P.
bretschneideri,Chuanxia,Zaosu and Mishirazi were classified into the group of P. communis,and
Pingguoli was classified as P. ussuriensi.

Key words: pear; classification; SSR markers

30 , , [19-26]
(P. pyrifolia) . (P. bretschneideri) . , SSR 40
(P. ussuriensi) . (P. sikiangensis) , ,
(P. communis) ) ,
b o
(1] [2-1] [5-6] [7-11] 1
’ ’ ~ 1.1
o , R s 40 1 R
Lz1s] - SSR (simple sequence ,
repeat) . , —20 C , o
:2013-05-07
(1984-), s s s » E-mail.48181266@qq. com
* H (1963, ’ ’

s s . E-mail: htang@sicau. edu. cn



12

:40

SSR 103

1.
1.

1.

2
2.1

2.2

DNA SDS-
DNA,
10 ng/pL,
SSR 4
SSR

PCR PTC-200
. SSR :20 pL
DNA 10 ng, 1 pmol/L,dNTPs 100

pmol/L, MgCl, 1. 5 mmol/L, 1 X PCR buffer, Tagq

1 U, SSR :94 °C 4 min;
94 °C 1 min, 55 C 1 min,72 °C 1 min,
30 ;72 °C 7 min;4 C o
6% ) )

2 SSR

/bp

CHO1hO1 F gaaagacttgcagtgggage 114~134 105~139

ggagtgggtttgagaaggtt
CH03d02 aaactttcactttcacccacg 201~223 188~245
actacatttttagatttgtgegte

CHO04al2 cagcctgcaactgcacttat 158~196 159~207

~ = ® = X

atccatggtcccataaacca

CHO05d04

o]

acttgtgagecgtgagaggt 124~214 172~216

R tccgaaggtatgettegatt

1.3
Gelpro32 ,
1 , 1,
0, NTSYSpc 2.1 )
Dice (UPGMA)

2.1 SSR
4 SSR 40 115
, SSR 2875
21 (CHO1hol1) 36  (CHO4al2) ;
. 3 4

CHO1ho1 8 5 3 21

ol

CHO03d02 7 7 4 8 26
CHO4al2 11 10 4 11 36
CHO05d04 10 8 5 9 32

36 30 16 33 115




104 42

M1234567891011121314151617181920M 2122 23 2425 262728 29 3031 32 33343536 37383940

200 bp

100 bp.

M. Marker; 1—40 40

1 CHO05d04 40
2.2 2 , N N
4 SSR 40 N N N N N N 2 .
» Dice UPGMA s . , 11 o
2 . 40 o 2
0. 27~0. 95, o
4 . 3 s 6-5.
1 ) N N 57, 4 o
N N N N N N N 4 , N
N . N N . N N N N N N
15 o , 10 o
. 1 o

A 5
LS
N I K7
: E’ﬁi’li
L
LI ESE o
\

&l

] R
—————ﬁ_______¥_4 W

G

"
| & >
KT

BN

o)

HidE E A

akE

I SEHRLG-5 —

[ ; PRFLST Lm
HIK J
2R -

T LR

' BRI

| ThE

L Wtk oTer
JI&E v
T i
I L BR
Hmer

T
0.17 0.37 0.56 0.76 0.96



12 :40 SSR 105
turae,2002,587.233-236.
3 (117 : : .
RAPD [yl ,2006,33(3) :621-624.
’ ’ [12] . [M].
[12] [13]
° ’ ,1984.33-80.
. o [13] ) (1. . 1988
, (2):42-46.
[14] [14] s , .. RAPD
- RAPD [J]. .2002,
24(3) :155-158.
. - , [15] . . .
, (1. ; ,
CTeng @ RAPD 2003,7(2):119-123.
[16] ; , ,
) (Jl.
. . RAPD s ,2004,22(2):97-102.
, [17] s , ;.
. bl 22010(3) :78-82.
T RAPD (18] , . POD
2. .2006,45(1) :89-91.
’ ° [19] Yamamoto T, Kimura T, Sawamura Y, et al. SSRs
o isolated from apple can identify polymorphism and ge-
, netic diversity in pear [ J]. Theoretical and Applied
(18] POD X Genetics,2001,102:865-870.
[20] Yamamoto T, Kimura T, Sawamura Y, et al. Simple
° sequence repeats for genetic analysis in pear[]J]. Eu-
s phytica,2002,124.129-137.
s s L1s] . [21] Kimura T,Shi Y Z,Shoda M, et al. Identification of
Asian pear varieties by SSR analysis [ ] ]. Breeding
Science,2002,52:115-121.
[227] Ghosh A K,Lukens L. N, Hunter D M, et al. Europe-
(1] i ’ : an and Asian pears:Simple sequence repeat-polyacryl-
BB -1992.9(1) . 18-21. amide gel electrophoresis-based analysis of commer-
(2] ’ ’ > cially important North American cultivars[ J]. Hort
L. +1986.13(4) :119-223. Science,2006,41(2) ; 304-309.
(3] . : .o [23] Bao L.Chen K S.Zhang D, et al. Genetic diversity and
L. -1993,20(1) :19-24. similarity of pear(Pyrus L. ) cultivars native to East
[4] ’ . Asia revealed by SSR (simple sequence repeat) mark-
N [1]. +2002,19(3) ers[ ] ]. Genetic Resourouses and Crop Evolution,
145-148. 2007,54(5):959-971.
o] ' [24] : s SSR
(. ,1981,9(3) ; (7] ,2007,34(2) : 305-310.
235-243. [25] . . .o
(6] . ; . SSR [Jl. , 2007, 24
LIl ,1989,6(3):153-158. (3):268-275.
[7] , , .o RAPD [26] , . .o ) ’
[l ,2001,28(5) :460-462. SSR [J. ,2012,41(6) .
[8] , , . 1-4.
RAPD Ll ,2007,24(4) ;:525-528. [27] , , .o DNA
[9] Teng Y W, Tanabe K, Tamura F,et al. Genetic rela- [Jl. . ,2000,4
tionships of pear cultivars in Xinjiang,China as meas- (4).277-281.
ured by RAPD markers[J]. Journal of Horticultural [28] Lu M,Tang H R,Chen X Y,et al. Comparative ge-

Science &. Biotechnology,2001,76:771-779.
[10] Lin S.Fang C,Song W,et al. AFLP molecular mark-
ers of 10 species of Pyrus in China[ J]. Acta Horticul-

nome mapping between apple and pear by apple
mapped SSR markers[ J]. American-Eurasian J Agric
&. Environ Sci»2010,9(3):303-309.



