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Abstract: A full length cDNA of small heat shock protein gene HSP17. 5 was isolated from sa-
cred lotus by RACE method. The ORF of HSP17. 5 was 471 bp, encodes 156 amino acid resi-
dues. The deduced molecular weight and PI was 17. 5 kD and 5. 94, respectively. The semi-quanti-
tative RT-PCR result indicated that HSP17. 5 was expressed in embryonal axis during all the de-
velopment period after pollination, and the expression level was in“descent-recuperation”pattern.
The HSP17. 5 was lowly expressed in cotyledon at 10 days after pollination,and then disappeared.
HSP17. 5 may play an important role in seed germination and early seedling morphogenesis.
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