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Abstract: To analyze the integration site information, reverse PCR was performed in the transgen
ic research. EGFP gene promoted by cytomegaoviyns virus (CMV) promoter was cloned into the
insect transposon vector piggyBac to construct the transgenic vector pXE CMV- EGFP. The
transposase gene driven by CMV promoter was also constructed. Then they were co transfected
into the human embryonic kidney (HEK) 293 cells. Transfection of pXE CM V- EGFP only was
used as the negtive control and the fluoresences were observed in both treatments. T he results of
reverse PCR showed that EGF P gene was incorporated into the genomic DNA of the co transfect
ed cells, while no objective band was detected in the controls. The results provided a basis for a
nalysis of integration site and determination of the transgene.
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