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Establishment and Analysis of Primary Core Collection
of Leek Germplasm

WANG Zhen,ZHANG Ming”* ,LI Yan-long, CAO Xiu-min, WANG Liya, YANG Wan-yu
(Pingdingshan Academy of Agricultural Sciences.Pingdingshan 467001, China)

Abstract: A total of 174 accessions of leeks germplasm collected from Germplasm Repository were
used in this study. According to the clustering result of 15 phenotypic traits, all the accessions
were divided into 14 categories when the genetic distance was 5. 3. Based on combination of simple
ratio method and artificial, we established a primary core collection containing 69 accessions of
leeks germplasm, which accounted for 40% of the whole collection. Compared with the whole col-
lection, the genetic diversity index of primary core collection was higher than that of initial acces-
sions except for plant sheath length and leaf width. Between core collection and initial collection,
the mean difference percentage was 0, the variation coefficient rate was 106. 14% ,and coincidence
rate for range was 94. 43%. The significant correlation was found between the leaf thickness and
other traits,and the leaf number and other traits were respectively missed two traits in the prima-
ry core repository. The other traits correlations were consistent with the traits correlations in total
repository. The results showed that the genetic variation and genetic structure of the accessions
can be well preserved in this primary core collection.
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