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Soluble Expression and Immuneoreactivity Analysis of FMDV VP3 Protein

LIU Yunchao' ,FENG Lili*,ZHAO Baolei'>,CHEN Yumei'* JI Pengchao', WANG Jucai'”,
DENG Ruiguang', ZHANG Gaiping' "
(1. Key Laboratory of Animal Immunology of Ministry of Agriculture/Hennan Provincial Key Laboratory of Animal Immuno-
logy ,Henan Academy of Agricultural Sciences,Zhengzhou 450002, China; 2. Institute of Agricultural Economics and Infor-
mation,, Henan Academy of Agriculural Sciences,Zhengzhou 450002, China; 3. College of Animal Husbandry and Veteri-
nary Medicine, Henan Agricultural University , Zhengzhou 450002 , China; 4. College of Basic Medical Science,Zhengzhou
University , Zhengzhou 450001 , China)

Abstract; The O-type FMDV VP3 gene was optimized and synthesized according to the preference codon
usage of E. coli. Plasmid pE-SUMO-VP3 was constructed by cloning the VP3 gene into pE-SUMO vector,
and then the plasmid was transformed into E. coli BL21 (DE3) competent cells. When the recombinant
fusion protein SUMO-VP3 was induced by 0.1 mmol/L IPTG,and incubated at 16 °C for 8 h,the expres-
son level was the highest. The results from SDS — PAGE and Westernblot showed that the FMDV VP3 pro-
tein was expressed as a soluble recombinant fusion protein with a SUMO-tag,and fusion protein could be
recognized by FMDV positive serum.
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Rk R G ,SUMO 1E R Rl & bR 2 50 & 4+ AR AR 1
TR0 R T A RO AT M R Gk . AR F 9T ik
pE — SUMO 1E Rk AR XT VP3 AT B4 ik, %K
KRR 6 x His F1 SUMO & AFR%, A H T HW
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Mg, 7 A SR Y IE T, S 3RS & AE SDS -
PAGE vk 5l i B WA, e e W4 7 Il K2
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—FE AR AR 5 A MUK S e ). VP3 B E R
FMDV A 5¢ (1) SC B 2R 11N 1% 5 | R A I8 N DL ) A2 6%
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