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Effects of Sodium Octanoate on Triglyceride Synthesis and
Expression of Transcriptional Regulatory Factors in Milk Fat
Synthesis in Mammary Epithelial Cells of Dairy Cows

LIU Li+1i,JIANG Qian-qgian, LI Shu-lian, WU Tao,DING Chang-hong,ZHAO Bo,
GUO Yanrli,CHENG Yupeng*
(Heilongjiang University of Chinese Medicine, Harbin 150040, China)

Abstract; The aim of this study was to investigate the effects of sodium octanoate on triacylglyc-
erol(TAG) synthesis and expression level of key transcriptional regulatory factors SREBP1 and
PPARY in milk fat synthesis of dairy cow mammary epithelial cells(DCMECs) cultured in vitro.
Cell viability and proliferation ability were measured by CASY-technology. TAG contents in me-
dium were detected by TAG quantitation kit. The mRNA and protein expression level of SREBP1
and PPARY were determined by qRT-PCR and Western blot, respectively. The results showed as
follows:compared with the group without sodium octanoate,the cell viability and proliferation a-
bility were significantly inhibited by 4. 0,8 0,12 0 mmol/L sodium octanoate; the contents of
TAG in medium were significantly decreased in concentration-dependent manner from 0. 5 to 2. 0
mmol/L sodium octanoate; the expression of SREBP1 and PPARY were reduced or significantly
reduced by sodium octanoate in concentration-dependent manner from 0. 5 to 2 0 mmol/L. This
study suggests that sodium octanoate can inhibit TAG accumulation and the expression of key
transcriptional regulatory factors of milk fat synthesis in DCMECs.

Key words: sodium octanoate; daily cows mammary epithelial cells; triglyceride synthesis; milk
fat synthesis; transcriptional regulatory factor
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