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Optimization of Critical Treatment Factors in Chromosome

Preparation Technique of Sesame

LIU Yanyang, ZHENG Yong-zhan, MEI Hong-xian, ZHANG Hai-yang
(Henan Sesame Research Center, Zhengzhou 450002, China)

Abstract: The germinating roots of sesame were used to study the effects of the pretreatment
methods, dissociation time, sampling length of roots tips and staining on the chromosome prepara-
tion. The results showed that the optimal pretreatment methods were as follows:40mg/L cyclo-
heximide for 3h, or saturated p-dichlorobenzene for 4h, 0 002 mol/L 8 Hydroxyquinolin for 3 h;
then dissociated with the solution (anhydrous alcohol; 37 % concentrated hydrochloric acid=
1 *1) for 10 min at room temperature; the sampling length of root tips was @ 5— 1L O mm, and
stained with modified carbolic acid-magenta solution for 8 min. With this method a very good
effect of chromosome preparation could be obtained.
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