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Isolation and Identification of Pathogen Causing Black
Spot of Phyllanthus emblica 1. Fruit in Post-harvest Period
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Abstract: The occurrence regularity and pathogenesis of black spot of Phyllanthus emblica L.
fruit in post-harvest period were clarified so as to find the control measures. Fruit with typical
black spot symptoms in the dry-hot valley of Jinsha river was collected and stored under constant
temperature and humidity to study the occurrence regularity. The pathogenic micro-organisms
were isolated by routine organization separation method and their pathogenicity was studied by
spore infection method. At last,general morphology identification as well as rDNA-ITS sequence
analysis was conducted for identification of the pathogenic strains. The results showed that the
occurrence of black spot of P. emblica L. fruit began to increase after 7 day of storage and reached
to 11. 7% after 13 days. Four strains were isolated from the junction of healthy and infected is-
sues,of which Pmy028 strain had the highest infection rate after inoculation,reaching 93. 3% af-
ter 15 days,demonstrating that it was the pathogen causing black spot of P. emblica L. fruit in
post-harvest period. Pmy028 was identified as Alternaria sp.

Key words: Phyllanthus emblica L.; post-harvest disease; pathogen; identification; internal tran-
scribed spacer; Alternaria sp.
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