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Screening, Cloning and Enzymatic Characterization

of Phosphohydrolase from Soil

LIU Yue',TAN Yan-feng?,LI He'*

(School of Basic Courses,Guangdong Pharmaceutical University . Guangzhou 510006, China)

Abstract; A metagenome library of mangrove soil was generated, and a new phosphohydrolase
gene from the mangrove soil was screened and cloned, the sequence, phylogeny and enzymatic
properties were analyzed. One clone with lipolytic activity was abtained from the metagenome li-
brary, which contained a 1 545 bp open reading frame (ORF), encoded a protein of 514 amino
acids,and named as phopl545. The molecular mass of Phopl1545 protein was about 57 kD. The op-
timum pH of Phopl545 was 5. 5, and the optimum temperature was 56 ‘C, indicating that
Phopl545 is acid phosphatase and has tolerance to high temperature.
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