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Cloning and Sequencing of Chalcone Synthase Gene ¢cDNA inLilium

YANG Li', LIU Yali’, WANG Yue jin®
(1. Xinyang A gricultural College, Xinyang 464000, China; 2. College of Horticulture,
Northwest Ser T ech University of Agriculture and Forestry, Yangling 712100, China)

Abstract: T he specific primers synthesized according to conserved regions of reported CH S gene
were used to acquire CHS ¢cDNA by RT-PCR. A fragment of about 870bp was obtained and the
sequencing results showed that: the fragment length was 873bp and its sequence was over 91%
homology to other reported CH S. The Genbank accession number was DQ 471950.
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